SEQUENCE LISTING 



<110> Busfield, Samantha J. 

<120> NOVEL MOLECULES OF THE 

HERPESVIRUS -ENTRY-MEDIATOR- RELATED 
PROTEIN FAMILY AND USES THEREOF 

<130> MBIO98~061CPl 

<150> US 09/146,950 
<151> 1998-09-03 

<160> 58 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
^ <211> 1929 

<212> DNA 
'?!f <213> Homo sapiens 

<220> 
ffl <221> CDS 

^13 <222> (297) . - . (875) 

fl <400> 1 

m gtcgacccac gcgtccgctc ggctttgcct ggacagctcc tgcctcccgc agggcccacc 



1 



gcc tgc ggg gag ctg acg ggc aca gtg tgt gaa ccc tgc cct cca ggc 
Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro Gly 
70 75 80 



60 



1 tgtgtccccc agcgccgctc cacccagcag gcctgagccc ctctctgctg ccagacaccc 12 0 

: cctgctgccc actctcctgc tgctcgggtt ctgaggcaca gcttgtcaca ccgaggcgga 180 

Z ttctctttct ctttctcttt ctcttctggc ccacagccgc agcaatggcg ctgagttcct 240 

ctgctggagt tcatcctgct agctgggttc ccgagctgcc ggtctgagcc tgaggc atg 299 

^ Met 



347 



395 



gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc aga 
Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro Arg 
5 10 15 

acc gac gtc ttg agg ctg gtg ctg tat etc acc ttc ctg gga gcc ccc 
Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala Pro 
20 25 30 

tgc tac gcc cca get ctg ccg tec tgc aag gag gae gag tae cca gtg 443 
Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro Val 
35 40 45 

ggc tec gag tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag gag 491 
Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys Glu 
50 55 60 55 



539 



acc tac att gcc cac etc aat ggc eta age aag tgt ctg cag tgc caa 
Thr Tyr He Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys Gin 
85 90 95 



587 



atg tgt gac cca gcc atg ggc ctg cgc gcg age egg aac tgc tec agg 635 
Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser Arg 
100 105 110 



aea gag aac gcc gtg tgt ggc tgc age cca ggc cac ttc tgc ate gtc 
Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys He Val 
115 120 125 



683 



cag gae ggg gac eac tgc gee gcg tgc cgc get tac gcc acc tec age 731 
Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser Ser 
130 135 140 145 

ceg ggc cag agg gtg cag aag gga ggc acc gag agt cag gac acc ctg 779 
Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr Leu 
150 155 160 



827 



,^^^^tgt cag aac tgc cec ceg ggg acc ttc tet ecc aat ggg ace ctg gag 
IHcys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu Glu 
165 170 175 

iUgaa tgt cag cac cag acc aac cga get tgg aaa agt cag aca gac etc 87 5 
fflciu Cys Gin His Gin Thr Asn Arg Ala Trp Lys Ser Gin Thr Asp Leu 
hQ 180 185 190 

fitgaggtctca tcctggaget gccaccagce cagectecet gggacctgtc ctcactgcct 935 

Sggggccetgg gagceaggga ggctecctga ggetgagtga acactgggeg etgcacctgc 995 

^^1 etcteccaeg tectcggcee cacteeegca ggtgcagetg getggtgacg aaggccggag 1055 

:i ''^ ctgggaccag eagctcccac tgggtatggt ggtttctctc agggageetc gtcategtea 1115 

V ttgtttgctc caeagttggc ctaatcatat gtgtgaaaag aagaaageca aggggtgatg 1175 

O tagtcaaggt gategtctcc ateeagcgga aaagacagga ggeagaaggt gaggccaeag 1235 

tcattgaggc ectgcaggec cctceggacg teaccaeggt ggccgtggag gagacaatac 1295 

cctcattcac ggggaggagc ccaaaecact gacccaeaga etctgeaccc cgaegccaga 1355 

gatacetgga gcgaeggctg ctgaaagagg ctgtccacct ggcgaaacca ccggagcceg 1415 

gaggcttggg ggetccgcce tgggctggct teegtctcet eeagtggagg gagaggtggg 1475 

geccctgetg gggtagaget ggggaegcca egtgceattc ccatgggcca gtgagggcet 1535 

ggggcctctg ttctgctgtg gcctgagctc cccagagtcc tgaggaggag cgccagttgc 1595 

ecctcgetca cagaccaeac aeeeagccet ectgggceag cccagaggge ccttcagace 1655 

ccagctgtct gegcgtetga ctcttgtggc ctcagcagga caggceccgg geactgeetc 1715 

acagccaagg ctggactggg ttggctgeag tgtggtgttt agtggatacc aeatcggaag 1775 

tgattttcta aattggattt gaattcggct cctgttttct atttgtcatg aaacagtgta 1835 

tttggggaga tgctgtggga ggatgtaaat atcttgtttc tccteaaaaa aaaaaaaaaa 1895 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 192 9 



<210> 2 
<211> 193 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> (1) . - - (38) 



2 



<400> 2 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

-35 -30 -25 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 

-5 15 10 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

15 20 25 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 

30 35 40 

Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 

45 50 55 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 

60 65 70 

Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys He 
75 80 85 90 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
95 100 105 

n Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
;J 110 115 120 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
1;^: 125 13 0 135 

Glu Glu Cys Gin His Gin Thr Asn Arg Ala Trp Lys Ser Gin Thr Asp 
140 145 150 

Leu 

6J 155 



<210> 3 
<211> 579 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) - - . (579) 

<400> 3 

atg gag cct cct gga gac tgg ggg cct act ccc tgg aga tec acc ccc 48 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 

aga acc gac gtc ttg agg ctg gtg ctg tat etc acc ttc ctg gga gcc 96 
Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 

ccc tgc tac gcc cca get ctg ccg tec tgc aag gag gac gag tac cca 144 
Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 
35 40 45 

gtg ggc tec gag tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag 192 
Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 
50 55 60 

gag gcc tgc ggg gag ctg acg ggc aca gtg tgt gaa ccc tgc cct cca 240 
Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 70 75 80 



3 



ggc acc tac att gcc cac etc aat ggc eta age aag tgt etg eag tge 
Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
85 90 95 



288 



caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg aac tge tee 336 
Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

agg aca gag aac gcc gtg tgt ggc tge age eea ggc cac ttc tge ate 384 
Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
115 120 125 

gte cag gac ggg gae cac tge gee gcg tge cgc get tac gee ace tee 432 
Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
130 135 140 

age ccg ggc cag agg gtg eag aag gga ggc acc gag agt cag gae acc 480 
Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
145 150 155 160 

hQtg tgt cag aac tge ecc ccg ggg acc ttc tet cec aat ggg ace ctg 528 
:.fieu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
ijTl 165 170 175 

3il|ag gaa tgt cag cac cag ace aac ega get tgg aaa agt cag aca gac 576 
;;..glu Glu Cys Gin His Gin Thr Asn Arg Ala Trp Lys Ser Gin Thr Asp 
180 185 190 

^Hctc 579 

I1J 

C <210> 4 

f'' <211> 155 

^ <212> PRT 

<213> Homo sapiens 

<400> 4 

Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys 

15 10 15 

Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu 

20 25 30 

Thr Gly Thr Val Cys Glu Pro Cys Pro Pro Gly Thr Tyr lie Ala His 

35 40 45 

Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys Gin Met Cys Asp Pro Ala 

50 55 60 

Met Gly Leu Arg Ala Ser Arg Asn Cys Ser Arg Thr Glu Asn Ala Val 
65 70 75 80 

Cys Gly Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His 

85 90 95 

Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val 

100 105 110 

Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys Gin Asn Cys Pro 

115 120 125 

Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu Glu Glu Cys Gin His Gin 



130 135 140 

Thr Asn Arg Ala Trp Lys Ser Gin Thr Asp Leu 
145 150 155 



<210> 5 
<211> 38 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> (1) . . . (38) 



<400> 5 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

-35 -30 -25 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala 
-5 

<210> 6 
;=fl <211> 114 

y <212> DNA 

:;C <213> Homo sapiens 

ili 

ir=n <220> 

<221> CDS 

<222> (1} ... {114) 

-f- 

y <400> 6 

^'J^ atg gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc 48 
ItJ Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
1 5 10 15 

aga acc gac gtc teg agg ctg gtg ctg tat etc acc ttc ctg gga gcc 96 
Arg Thr Asp Val Ser Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 



ccc tgc tac gcc cca get 114 
Pro Cys Tyr Ala Pro Ala 
35 



<210> 7 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys Cys 

15 10 15 

Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly Thr 
20 25 30 

Val Cys 



5 



<210> 8 
<211> 42 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 

15 10 15 

Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 

20 25 30 

Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 
35 40 

<210> 9 
<211> 42 
<212> PRT 

<213> Homo sapiens 
<400> 9 

,:,„Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala 
W 15 10 15 

4^Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 
'iQ 20 25 30 

lijGly Gly Thr Glu Ser Gin Asp Thr Leu Cys 
35 40 

<210> 10 

<211> 105 

"'^^ <212> DNA 

X,, <213> Homo sapiens 



105) 

gag tac cca gtg ggc tec gag tgc tgc ccc aag 48 

Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys 

10 15 

cgt gtg aag gag gcc tgc ggg gag ctg acg ggc 9 6 

Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly 
25 30 

105 



; 1 % 


<220> 








<221> 


CDS 






<222> 


(1) . 






<400> 


10 




tec 


tgc 


aag 


gag 


gac 


Ser 


Cys 


Lys 


Glu 


Asp 


1 








5 


tgc 


agt 


cca 


ggt 


tat 


Cys 


Ser 


Pro 


Gly 


Tyr 








20 




aca 


gtg 


tgt 






Thr 


Val 


Cys 










35 







<210> 11 

<211> 126 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . - . (126) 



6 



<400> 11 

tgc cat cca ggc acc tac att gcc cac etc aat ggc eta age aag tgt 48 

Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 
1 ' 5 10 15 

ctg cag tgc caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg 96 
Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 
20 25 30 

aac tgc tec agg aca gag aac gcc gtg tgt 126 
Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 
35- 40 



<210> 12 

<211> 126 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (126) 



<400> 12 

ilj tgc age cca ggc cac ttc tgc ate gtc cag gac ggg gac cac tgc gcc 48 

iljj Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala 
15 10 15 

gcg tgc cgc get tac gcc acc tec age ecg ggc cag agg gtg cag aag 9 6 

Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 
20 25 3 0 

^'^^ gga ggc acc gag agt cag gac acc ctg tgt 12 6 

O Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys 
35 4 0 



<210> 13 
<211> 283 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> (1) . . . (38) 



<400> 13 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

-35 -30 -25 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 

-5 15 10 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

15 20 25 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 



7 



30 35 40 

Gly Thr Tyr lie Ala 
45 

Gin Met Cys Asp Pro 
60 

Arg Thr Glu Asn Ala 
75 

Val Gin Asp Gly Asp 
95 

Ser Pro Gly Gin Arg 
110 

Leu Cys Gin Asn Cys 
125 

Glu Glu Cys Gin His 
140 

Gly Ala Gly Thr Ser 
155 

Ser Leu Val He Val 
175 

Va^t Lys Arg Arg Lys 

M 19 0 

Vd¥ Gin Arg Lys Arg 

;=M 205 
Att Leu Gin Ala Pro 
220 

Pro Ser Phe Thr 

<210> 14 
% <211> 1724 

<212> DNA 
W <213> Homo sapiens 

<220> 
i5 <221> CDS 

<222> (294) - . . (1142) 

<400> 14 

ccttcatacc ggcccttccc ctcggctttg cctggacagc tcctgcctcc cgcagggccc 60 
acctgtgtcc cccagcgccg ctccacccag caggcctgag cccctctctg ctgccagaca 12 0 
ccccctgctg cccactctcc tgctgctcgg gttctgaggc acagcttgtc acaccgaggc 180 
ggattctctt tctctttctc ttctggccca cagccgcagc aatggcgctg agttcctctg 240 
ctggagttca tcctgctagc tgggttcccg agctgccggt ctgagcctga ggc atg 296 

Met 
1 

gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc aga 344 
Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro Arg 
5 10 15 

acc gac gtc ttg agg ctg gtg ctg tat etc acc ttc ctg gga gcc ccc 392 
Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala Pro 
20 25 30 

tgc tac gcc cca get ctg ccg tec tgc aag gag gac gag tac cca gtg 440 
Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro Val 
35 40 45 



His 


Leu 


Asn 


Gly Leu 


Ser 






50 








Ala 


Met 


Gly 


Leu 


Arg 


Ala 




65 










Val 


Cys 


Gly 


Cys 


Ser 


Pro 


80 










85 


His 


Cys 


Ala 


Ala 


Cys 


Arg 










100 




Val 


Gin 


Lys 


Gly Gly Thr 








115 






Pro 


Pro 


Gly 


Thr 


Phe 


Ser 






130 








Gin 


Thr 


Lys 


Cys 


Ser 


Trp 




145 










Ser 


Ser 


His 


Trp 


Val 


Trp 


160 










165 


He 


Val 


Cys 


Ser 


Thr 


Val 










180 




Pro 


Arg 


Gly 


Asp Val 


Val 








195 






Gin 


Glu 


Ala 


Glu 


Gly 


Glu 






210 








Pro 


Asp 


Val 


Thr 


Thr 


Val 




225 










Gly 


Arg 


Ser 


Pro 


Asn 


His 


240 










245 



Lys 


Cys 


Leu 


Gin 


Cys 




55 








Ser 


Arg 


Asn 


Cys 


Ser 


70 










Gly His 


Phe 


Cys 


He 










90 


Ala 


Tyr 


Ala 


Thr 


Ser 








105 




Glu 


Ser 


Gin 


Asp 


Thr 






120 






Pro 


Asn 


Gly 


Thr 


Leu 




135 








Leu 


Val 


Thr 


Lys 


Ala 


150 










Trp 


Phe 


Leu 


Ser 


Gly 










170 


Gly Leu 


He 


He 


Cys 








185 




Lys 


Val 


He 


Val 


Ser 






200 






Ala 


Thr 


Val 


He 


Glu 




215 








Ala 


Val 


Glu 


Glu 


Thr 



8 



Gly 
50 


tec 
Ser 


gsg 

Glu 


t gc 
Cys 


tgc 
Cys 


ccc 
Pro 
55 


aag 
Lys 


tgc 
Cys 


ag t 
Ser 


cea 
Pro 


ggt 

Gly 
60 


t- A t* 

Tyr 


egt 
Arg 


gtg 
Val 


aag 
Lys 


gag 
Glu 
65 


*i O O 


rr C 
y I— O 

Ala 


u y ^ 

Cys 


y y y 
Gly 


y 

Glu 


e t g 
Leu 
70 


aeg 
Thr 


yy ^ 
Gly 


aca 
Thr 


y '-y 
Val 


tgt 
Cys 
75 


y oa 

Glu 


ccc 
Pro 


tgc 
Cys 


ect 
Pro 


cea 
Pro 
80 


y y ^ 
Gly 


536 


acc 
Thr 


Tyr 


Cl u u 

He 


y *^ ^ 
Ala 
85 


His 


r* t~ 

Leu 


CX CI L- 

Asn 


Gly 


L. d 

Leu 
90 


ay O 

Ser 


cxciy 

Lys 


fat 
Ly L 

Cys 


o L.y 

Leu 


cxy 

Gin 
95 


uy ^ 

Cys 


ClCl 

Gin 


^ o ^± 


a uy 

Met 


Cys 


gac 
Asp 
100 


cea 
Pro 


gcc 
Ala 


Met 


ggc 
Gly 


ctg 
Leu 
105 


c gc 
Arg 


gcg 
Ala 


age 
Ser 


egg 
Arg 


aac 
Asn 
110 


tgc 
Cys 


t ec 
Ser 


agg 
Arg 


\J O Zi 


aca 
Thr 


g^g 

Glu 
115 


aac 
Asn 


gcc 
Ala 


gtg 
Val 


uy u 

Cys 


ggc 
Gly 
120 


tgc 
Cys 


age 
Ser 


cea 
Pro 


ggc 
Gly 


cac 
His 
125 


Phe 


t ge 
Cys 


He 


gtc 
Val 


\J O \J 


'''^^•^ cag 
=;|3 Gin 
W 130 


gac 
Asp 


ggg 
Gly 


gac 
Asp 


cac 
His 


tgc 
Cys 
135 


gcc 
Ala 


gcg 
Ala 


tgc 
Cys 


cgc 
Arg 


get 
Ala 
140 


tac 
Tyr 


gcc 
Ala 


acc 
Thr 


ccc 
Ser 


age 
Ser 
145 


"7 O Q 


Pro 


ggc 
Gly 


cag 
Gin 


agg 
Arg 


gtg 
Val 
150 


cag 
Gin 


aag 
Lys 


gga 
Gly 


ggc 
Gly 


acc 
Thr 
155 


gag 
Glu 


agt 
Ser 


cag 
Gin 


gac 
Asp 


acc 
Thr 
160 


ctg 
Leu 


n n iZ 


Cys 

RJ 


cag 
Gin 


aac 
Asn 


tgc 
Cys 
165 


ccc 
Pro 


ccg 
Pro 


ggg 

Gly 


acc 
Thr 


ttc 
Phe 
170 


tct 
Ser 


ccc 
Pro 


aat 
Asn 


ggg 

Gly 


acc 
Thr 
175 


ctg 
Leu 


gag 
Glu 




1=^^; gaa 
Glu 


tgt 

Cys 


cag 
Gin 
180 


cac 
His 


cag 
Gin 


acc 
Thr 


aag 
Lys 


tgc 
Cys 
135 


age 
Ser 


tgg 
Trp 


ctg 
Leu 


gtg 
Val 


aeg 
Thr 
190 


aag 
Lys 


gcc 
Ala 


gga 

Gly 


O *7 O 


get 
Ala 


ggg 

Gly 
195 


ace 

Thr 


age 
Ser 


age 
Ser 


tec 
Ser 


eac 
His 
200 


tgg 

Trp 


gta 
Val 


tgg 

Trp 


tgg 

Trp 


t- +- +- 

L t L 

Phe 
205 


etc 
Leu 


4- ^ 

cea 
Ser 


ggg 

Gly 


age 
Ser 


y z u 


etc 
210 


gtc 
Val 


ate 
He 


gtc 

Val 


t- 1- 
acu 

He 


gc u 
Val 
215 


tgc 
Cys 


tec 
Ser 


aca 
Thr 


gtc 
Val 


ggc 

Gly 
220 


eta 
Leu 


ace 

He 


ata 
He 


tgt 
Cys 


gtg 

Val 
225 


yoo 


aaa 
Lys 


aga 
Arg 


aga 
Arg 


aag 
Lys 


cea 
Pro 
230 


^gg 

Arg 


ggt 

Gly 


gat 
Asp 


yea 
Val 


gtc 
Val 
235 


aag 
Lys 


gtg 

Val 


acc 
He 


gtc 
Val 


tec 
Ser 
240 


gtc 
Val 


± U -L D 


cag 
Gin 


egg 
Arg 


aaa 
Lys 


aga 
Arg 
245 


cag 
Gin 


gag 

Glu 


gca 
Ala 


gaa 
Glu 


ggt 

Gly 
250 


gag 
Glu 


gcc 
Ala 


aea 
Thr 


gtc 

Val 


att 
He 
255 


gag 
Glu 


gee 
Ala 


1064 


ctg 
Leu 


cag 
Gin 


gee 
Ala 


ect 
Pro 


ccg 
Pro 


gac 
Asp 


gtc 

Val 


acc 
Thr 


aeg 
Thr 


gtg 
Val 


gcc 
Ala 


gtg 
Val 


gag 
Glu 


gag 
Glu 


aca 
Thr 


ata 
He 


1112 



260 265 270 



ccc tea ttc acg ggg agg age cca aac cac tgacccacag actctgcacc 1162 
Pro Ser Phe Thr Gly Arg Ser Pro Asn His 
275 280 

ccgacgccag agatacctgg agcgacggct gctgaaagag gctgtccacc tggcgaaacc 1222 

accggagccc ggaggcttgg gggctccgcc ctgggctggc ttccgtctcc tccagtggag 1282 

ggagaggtgg ggcccctgct ggggtagagc tggggacgcc acgtgccatt cccatgggcc 1342 

agtgagggcc tggggcctct gttctgctgt ggcctgagct ccccagagtc ctgaggagga 1402 

gcgccagttg cccctcgctc acagaccaca cacccagccc tcctgggcca gcccagaggg 1462 

cccttcagac cccagctgtc tgcgcgtctg actcttgtgg cctcagcagg acaggccccg 1522 

ggcactgcct cacagccaag gctggactgg gttggctgca gtgtggtgtt tagtggatac 1582 

cacatcggaa gtgattttct aaattggatt tgaattccgg tcctgtcttc tatttgtcat 1642 

gaaacagtgt atttggggag atgctgtggg aggatgtaaa tatcttgttt ctcctcaaaa 1702 

aaaaaaaaaa aaaaaaaaaa aa 1724 

<210> 15 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 15 

actcggactc cgtacctc 18 

<210> 16 
J <211> 21 

i'U <212> DNA 

<213> Homo sapiens 

<400> 16 

cggactccgt acctcggagg a 21 

iliSI <210> 17 

;!'f <211> 1596 

:£ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (107) . . - (697) 
<400> 17 

gtcgacccac gcgtccggat gaaggaccgc agcaatggcg ctgagttcct ctgctggagt 60 
tcatcctgct agctgggttc ccgagctgcc ggtctgagcc tgaggc atg gag cct 115 

Met Glu Pro 
1 

cct gga gac tgg ggg cct cct ccc tgg aga tec ace cec aga acc gae 163 
Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro Arg Thr Asp 
5 10 15 

gte ttg agg etg gtg etg tat etc ace ttt ctg gga gcc ccc tgc tac 211 
Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala Pro Cys Tyr 
20 25 30 35 

gcc cea get etg ccg tec tgc aag gag gac gag tac cca gtg ggc tee 259 
Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser 
40 45 50 
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gag tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag gag gcc tgc 
Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Vai Lys Glu Ala Cys 
55 60 65 



Q99 ctg acg ggc aca gtg tgt gaa ccc tgc cct cca ggc acc tac 

Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro Gly Thr Tyr 
70 75 80 

att gcc cac etc aat ggc eta age aag tgt ctg cag tgc caa atg tgt 
lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys Gin Met Cys 
85 90 95 

gac cca gcc atg ggc ctg cgc gcg age egg aac tgc tec agg aca gag 
Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser Arg Thr Glu 
100 105 110 115 

aac gcc gtg tgt ggc tgc age cca ggc cac ttc tgc ate gtc cag gac 
Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie Val Gin Asp 
120 125 130 

T ggg gac cac tgc gcc gcg tgc cgc get tac gcc acc tec age ccg ggc 
=13 Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly 
ijj 135 140 145 

f|j cag agg gtg cag aag gga ggc ace gag agt cag gac acc ctg tgt cag 
ffi Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys Gin 
'% 150 155 150 

,1,,^ aac tgc ccc ccg ggg acc ttc tct ccc aat ggg acc ctg gag gaa tgt 
'f:" Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu Glu Glu Cys 
165 170 175 

cag cac cag acc aat tgg cct aat cat atg tgt gaa aag aag aaa gcc 
Q Gin His Gin Thr Asn Trp Pro Asn His Met Cys Glu Lys Lys Lys Ala 
5 180 185 190 195 

aag ggg tgagcacacg geggceccat cagggctcat gtccccagcc gtcacctctt 
Lys Gly 



ggagetetgt 
ctcccagggc 
cagcggaaaa 
ccggacgtca 
aaccactgac 
aaagaggctg 
gctggcttcc 
gaegecacgt 
tgagctcccc 
cagccctcet 
ttgtggectc 
gctgcagtgt 
tteggctcet 
tgtaaatatc 
aaaaaaaaa 



caccccaagc 
agccactgca 
gacaggaggc 
ccacggtggc 
ccacagactc 
tccacctggc 
gtctcctcca 
gecattccca 
agagteetga 
gggccagccc 
agcaggacag 
ggtgtttagt 
gttttetatt 
ttgtt tctcc 



ctgggaggtg 
ggctggggca 
agaaggtgag 
cgtggaggag 
tgcaccccga 
gaaaccaccg 
gtggagggag 
tgggccagtg 

ggaggagcge 

agagggccct 
gecccgggea 
ggataccaca 
tgtcatgaaa 
tcaaaaaaaa 



gccccagagc 
ggtgatgtag 
gccacagtca 
acaataccet 
cgceagagat 
gagcccggag 
aggtggggcc 
agggcctggg 
cagttgcece 
tcagacccca 
ctgeetcaca 
tcggaagtga 
cagtgtattt 
aaaaaaaaaa 



ttttccagga 
tcaaggtgat 
ttgaggccct 
cattcacggg 
acctggagcg 
gcttgggggc 
cctgctgggg 
gcctctgtte 
tegctcaeag 
gctgtctgcg 
gccaaggetg 
ttttctaaat 
ggggagatge 
aaaaaaaaaa 



tccgcggctc 
cgtctccatc 
gcaggcccct 
gaggageeca 
acggctgctg 
tccgccctgg 
tagagctggg 
tgctgtggcc 
accacacace 
cgtctgacte 
gactgggttg 
tggatttgaa 
tgtgggagga 
aaaaaaaaaa 
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<210> 18 
<211> 197 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> (1) . - . (38) 

<400> 18 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

-35 -30 -25 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 

-5 15 10 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

15 20 25 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
30 35 40 

W Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
■:0 45 50 55 

^ifl Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
W 60 65 7 0 

J!; Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
jjy 75 80 85 90 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
^f, 95 100 105 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
L 120 
■y Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
ffl 125 130 135 

IIJ Glu Glu Cys Gin His Gin Thr Asn Trp Pro Asn His Met Cys Glu Lys 
140 145 150 

Lys Lys Ala Lys Gly 

<210> 19 

<211> 591 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . - . (591) 

<400> 19 

atg gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc 48 
Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 

aga acc gac gtc ttg agg ctg gtg ctg tat etc acc ttt ctg gga gcc 96 
Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 

ccc tgc tac gcc cca get ctg ccg tec tgc aag gag gac gag tac cca 144 
Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 
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35 



40 



45 



gtg ggc tec gag tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag 
Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 
' 50 55 60 

gag gcc tgc ggg gag ctg acg ggc aca gtg tgt gaa ccc tgc cct cca 
Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 70 75 80 

ggc acc tac att gcc cac etc aat ggc eta age aag tgt ctg cag tgc 
Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
85 90 95 

caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg aac tgc tec 
Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

agg aca gag aac gcc gtg tgt ggc tgc age cca ggc cac ttc tgc ate 
flArg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
115 120 125 

^^gtc cag gac ggg gac cac tgc gcc gcg tgc cgc get tac gcc acc tec 
■ffval Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
* 130 135 140 

TIJ 

IB age ccg ggc cag agg gtg cag aag gga ggc acc gag agt cag gac acc 

i|jSer Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 

ri45 150 155 160 

:F|Sctg tgt cag aac tgc ccc ccg ggg acc ttc tct ccc aat ggg acc ctg 
"■J" Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
165 170 175 

Wgag gaa tgt cag cac cag acc aat tgg cct aat cat atg tgt gaa aag 
h=^Glu Glu Cys Gin His Gin Thr Asn Trp Pro Asn His Met Cys Glu Lys 
180 185 190 

aag aaa gcc aag ggg 
Lys Lys Ala Lys Gly 
195 



<210> 20 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Leu Pro Ser Cys Lys Glu Asp Glu 

1 5 
Pro Lys Cys Ser Pro Gly Tyr Arg 
20 

Thr Gly Thr Val Cys Glu Pro Cys 

35 40 
Leu Asn Gly Leu Ser Lys Cys Leu 
50 55 



Tyr Pro Val Gly Ser Glu Cys Cys 

10 15 
Val Lys Glu Ala Cys Gly Glu Leu 
25 30 
Pro Pro Gly Thr Tyr lie Ala His 
45 

Gin Cys Gin Met Cys Asp Pro Ala 
60 
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Met Gly Leu Arg 
65 

Cys Gly Cys Ser 

Cys Ala Ala Cys 
100 

Gin Lys Gly Gly 
115 

Pro Gly Thr Phe 
130 

Thr Asn Trp Pro 
145 



Ala Ser Arg Asn 
70 

Pro Gly His Phe 

85 

Arg Ala Tyr Ala 

Thr Glu Ser Gin 
120 

Ser Pro Asn Gly 
135 

Asn His Met Cys 
150 



Cys Ser Arg Thr 
75 

Cys He Val Gin 
90 

Thr Ser Ser Pro 
105 

Asp Thr Leu Cys 

Thr Leu Glu Glu 
140 

Glu Lys Lys Lys 
155 



Glu Asn Ala Val 
80 

Asp Gly Asp His 

95 

Gly Gin Arg Val 
110 

Gin Asn Cys Pro 
125 

Cys Gin His Gin 
Ala Lys Gly 



<210> 21 

<211> 38 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
y <222> (1) . . - (38) 

<400> 21 

^i^J Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
,E -35 -30 -25 

fil Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
S -20 -15 -10 

Pro Cys Tyr Ala Pro Ala 

y <210> 22 

ffi <211> 114 

lU <212> DNA 

1^^= <213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . - {114} 



<400> 22 

atg gag ccc cct gga gac tgg ggg cct cot ccc tgg aga tec acc ccc 48 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 



aga acc gac gtc teg agg ctg gtg ctg tat etc acc ttc ctg gga gcc 96 
Arg Thr Asp Val Ser Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 



ccc tgc tac gcc cca get 114 
Pro Cys Tyr Ala Pro Ala 
35 



<210> 23 
<211> 34 
<212> PRT 

<213> Homo sapiens 



14 



<400> 23 

Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys Cys 

15 10 15 

Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly Thr 
20 25 30 

Val Cys 



<210> 24 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 

15 10 15 

Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 

20 25 30 

.:.^Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 

W 35 40 

I. 

^=fi <210> 25 

U <211> 42 

£ <212> PRT 

fu <213> Homo sapiens 

to 

,^fi <400> 25 

'"""Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala 
% 15 10 15 

;::::Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 
ffl 2 0 25 3 0 

ilJciy Gly Thr Glu Ser Gin Asp Thr Leu Cys 
1^^^ 35 40 

C <210> 2 6 

<211> 105 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (105) 

<400> 26 

tec tgc aag gag gac gag tac cca gtg ggc tec gag tgc tgc ccc aag 48 

Ser Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys 
15 10 15 

tgc agt cca ggt tat cgt gtg aag gag gcc tgc ggg gag ctg acg ggc 9 6 

Cys Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly 
20 25 30 

aca gtg tgt 105 
Thr Val Cys 
35 



15 



<210> 27 

<211> 126 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (126) 

<400> 27 

tgc cct cca ggc acc tac att gcc cac etc aat ggc eta age aag tgt 48 

Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 
15 10 15 

ctg cag tgc eaa atg tgt gae eca gee atg ggc ctg ege gcg age egg 96 
Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 
20 25 30 

aac tgc tec agg aca gag aac gcc gtg tgt 12 6 

% Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 



35 40 



<210> 28 
llJ <211> 126 

W <212> DNA 

i:|3 <213> Homo sapiens 

<220> 
<221> CDS 
Iff, <222> (1) - . , (126) 

^ <400> 28 

O tgc age cca ggc cac tte tgc ate gtc eag gae ggg gae eac tgc gee 48 

Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala 

15 10 15 

gcg tgc cgc get tac gcc ace tec age ceg ggc cag agg gtg cag aag 96 
Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 
20 25 30 

gg^ ggc ace gag agt eag gae ace ctg tgt 12 6 

Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys 
35 40 



<210> 29 

<211> 2313 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (85) . - . (642) 

<400> 29 
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gtcgacccac gcgtccggct gagttcctct gctggagttc atcctgctag ctgggttccc 60 
gagctgccgg tctgagcctg aggc atg gag cct cct gga gac tgg ggg cct 111 

Met Glu Pro Pro Gly Asp Trp Gly Pro 
1 5 



agt cca ggt tat cgt gtg aag gag gcc tgc ggg gag ctg acg ggc aca 
Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly Thr 
60 65 70 



eta age aag tgt ctg cag tgc caa atg tgt gac cca gcc atg ggc ctg 
ffl Leu Ser Lys Cys Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu 
iQ 90 95 100 105 



cgc gcg age egg aac tgc tec agg aca gag aac gcc gtg tgt ggc tgc 

i'U 



m Arg Ala Ser Arg Asn Cys Ser Arg Thr Glu Asn Ala Val Cys Gly Cys 

110 115 120 



159 



cct ccc tgg aga tec acc ccc aga acc gac gtc teg agg ctg gtg ctg 
Pro Pro Trp Arg Ser Thr Pro Arg Thr Asp Val Ser Arg Leu Val Leu 
10 15 20 25 

tat etc acc ttc ctg gga gcc ccc tgc tac gcc cca get ctg ceg tec 207 
Tyr Leu Thr Phe Leu Gly Ala Pro Cys Tyr Ala Pro Ala Leu Pro Ser 
30 35 40 

tgc aag gag gac gag tac cca gtg ggc tec gag tgc tgc ccc aag tgc 255 
Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys Cys 
45 50 55 



303 



gtg tgt gaa ecc tgc cct cca ggc acc tac att gee eac etc aat ggc 351 
Val Cys Glu Pro Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly 
75 80 85 



399 



447 



495 



age cea ggc cac ttc tgc ate gtc cag gae ggg gac eac tgc gcc gcg 

Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala Ala 
¥^ 125 130 135 

tgc cgc get tac gcc acc tec age ceg ggc cag agg gtg cag aag gga 543 

Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys Gly 

140 145 150 

ggc acc gag agt cag gac acc ctg tgt cag aac tgc ccc ceg ggg acc 591 

Gly Thr Glu Ser Gin Asp Thr Leu Cys Gin Asn Cys Pro Pro Gly Thr 

155 160 165 

tte tct eee aat ggg ace ctg gag gaa tgt cag eac cag acc aaa aag 639 

Phe Ser Pro Asn Gly Thr Leu Glu Glu Cys Gin His Gin Thr Lys Lys 

170 175 180 185 

get tgaaggteee accctgagcg gcaeeetggt caeatgeetg cgtccaggag 692 
Ala 



agctgeaggg etgaagcctg tgtgccccag ataacccctt ccatgggeee agaeaaagcc 752 

tcatcagate tgagcttcet ggaggctcag gatgggectt cecagaagca ggcceagagg 812 

gaggctgeet ccagatccce tgteccctgg ggctgtgggt gtecctgaat gtcagggeca 872 

tgggagggec cctgggcttc aggggttggg gaaagtgaac actetgctet ttgtccacet 932 
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tcgggaggac accttcaaat gctgaccctg ggcccctaac tgacctgaga cttcagagct 992 

tcttgggagg agctggggtc ccccagcgga gcctgggatg gagcagggat ggctgcccca 1052 

gggagggggc ggtggggcct tccatcctgc tctgccctcc tcgtcctctg gccccagctc 1112 

agtcctgtcc atctccagct ctaaccattt ttgtcccgac actggctctc cctctacctt 1172 

ctgtccttgt ctgccactgg tctcccgtgc tctggggtct ctgcactgct ggctgcctcc 1232 

cgcttctctc ccctctccct ctgccgtcct gtctcctttg cccagtctct ccttgtttct 1292 

cttctcctcc ttccttctct ccacctcccc atagccgagc ttggaaaagt cagacagacc 1352 

tctgaggtct catcctggag ctgccaccag cccagcctcc ctgggacctg tcttcactgc 1412 

ctggggccct gggagccagg gaggctccct gaggctgagt gaacactggg cgctgcacct 1472 

gcctctccca cgtcctcggc cccactcccg caggtgcagc tggctggtga cgaaggccgg 1532 

agctgggacc agcagctccc actgggtatg gtggtttctc tcagggagcc tcgtcatcgt 1592 

cattgtttgc tccacagttg gcctaatcat atgtgtgaaa agaagaaagc caaggggtga 1652 

tgtagtcaag gtgatcgtct ccgtccagcg gaaaagacag gaggcagaag gtgaggccac 1712 

agtcattgag gccctgcagg cccctccgga cgtcaccacg gtggccgtgg aggagacaat 1772 

accctcattc acggggagga gcccaaacca ctgacccaca gactctgcac cccgacgcca 1832 

gagatacctg gagcgacggc tgctgaaaga ggctgtccac ctggcgaaac caccggagcc 1892 

cggaggcttg ggggctccgc cctgggctgg cttccgtctc ctccagtgga gggagaggtg 1952 

gggcccctgc tggggtagag ctggggacgc cacgtgccat tcccatgggc cagtgagggc 2012 

ctggggcctc tgttctgctg tggcctgagc tccccagagt cctgaggagg agcgccagtt 2072 

gcccctcgct cacagaccac acacccagcc ctcctgggcc agcccagagg gcccttcaga 2132 

ccccagctgt ctgcgcgtct gactcttgtg gcctcagcag gacaggcccc gggcactgcc 2192 

-y tcacagccaa ggctggactg ggttggctgc agtgtggtgt ttagtggata ccacatcgga 2252 

■13 agtgattttc taaattggat ttgaattcgg aaaaaaaaaa aaaaaaaaaa agggcggccg 2312 
UJ c 



ill <210> 3 0 

<211> 186 
<212> PRT 

<213> Homo sapiens 
<220>' 

83 <221> SIGNAL 

ill <222> {1) . - . {38) 

Q <400> 30 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
■"^ -35 -30 -25 

Arg Thr Asp Val Ser Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 

-5 1 5 10 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

15 20 25 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 

30 35 40 

Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 

45 50 55 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 

60 65 70 

Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys He 
75 80 85 90 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 

95 100 105 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 

110 115 120 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
125 130 135 



2313 
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Glu Glu Cys Gin His Gin Thr Lys Lys Ala 
140 145 



<210> 31 

<211> 558 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> {!),.. (558) 

<400> 31 

atg gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc 
Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 

aga acc gac gtc teg agg ctg gtg ctg tat etc ace tte ctg gga gee 
Arg Thr Asp Val Ser Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 



ccc tgc tac gcc cca get ctg ceg tec tge aag gag gac gag tac eea 
Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 
W 35 40 45 

ilJ gtg gge tec gag tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag 
iS Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

•B 50 55 60 

■^^ 

gag gcc tgc ggg gag ctg aeg ggc aca gtg tgt gaa ccc tgc cct cca 
Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 7 0 75 8 0 

111 

ggc acc tac att gcc cae etc aat ggc eta age aag tgt ctg cag tge 
13 Gly Thr Tyr He Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 

85 90 95 

caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg aac tgc tec 
Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

agg aea gag aac gcc gtg tgt ggc tgc age eea gge eac tte tge ate 
Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys He 
115 120 125 

gtc cag gac ggg gac cac tgc gcc gcg tgc cgc get tac gee acc tee 
Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
130 135 140 

age ceg gge cag agg gtg cag aag gga ggc ace gag agt cag gac acc 
Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
145 150 155 160 

ctg tgt cag aac tgc ccc ceg ggg acc tte tet ccc aat ggg acc ctg 
Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
165 170 175 



19 



gag gaa tgt cag cac cag acc aaa aag get 
Glu Glu Cys Gin His Gin Thr Lys Lys Ala 
180 185 



558 



<210> 32 
<211> 148 
<212> PRT 

<213> Homo sapiens 





<400> 32 








Leu 


Pro Ser Cys 


Lys 


Glu Asp 


Glu 


1 




5 






Pro 


Lys Cys Ser 


Pro 


Gly Tyr Arg 




20 








Thr Gly Thr Val 


Cys 


Glu Pro 


Cys 




35 






40 


Leu 


Asn Gly Leu 


Ser 


Lys Cys 


Leu 




50 




55 




Met 


Gly Leu Arg 


Ala 


Ser Arg 


Asn 


y 65 






70 




Cys 


Gly Cys Ser 


Pro 


Gly His 


Phe 


W Cys Ala Ala Cys Arg 


Ala Tyr 


Ala 




100 








fU Gin 


Lys Gly Gly Thr 


Glu Ser 


Gin 




115 






120 


Pro 


Gly Thr Phe 


Ser 


Pro Asn Gly 




130 




135 




Thr 


Lys Lys Ala 




















<210> 33 










<211> 38 










<212> PRT 









<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> (1) . . - (38) 



Tyr Pro Val Gly Ser Glu Cys Cys 

10 15 
Val Lys Glu Ala Cys Gly Glu Leu 
25 30 
Pro Pro Gly Thr Tyr lie Ala His 
45 

Gin Cys Gin Met Cys Asp Pro Ala 
60 

Cys Ser Arg Thr Glu Asn Ala Val 

75 80 
Cys He Val Gin Asp Gly Asp His 

90 95 
Thr Ser Ser Pro Gly Gin Arg Val 
105 110 
Asp Thr Leu Cys Gin Asn Cys Pro 
125 

Thr Leu Glu Glu Cys Gin His Gin 
140 



<400> 33 
Met Glu Pro Pro Gly Asp Trp Gly 
-35 

Arg Thr Asp Val Ser Arg Leu Val 
-20 -15 
Pro Cys Tyr Ala Pro Ala 



Pro Pro Pro Trp Arg Ser Thr Pro 
-30 -25 
Leu Tyr Leu Thr Phe Leu Gly Ala 
-10 



<210> 34 

<211> 114 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> {1) . . . (114) 



20 



<400> 34 

atg gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc 48 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

1 " 5 10 15 



aga acc gac gtc teg agg ctg gtg ctg tat etc acc ttc ctg gga gee 
Arg Thr Asp Val Ser Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 

ccc tgc tac gcc cca get 
Pro Cys Tyr Ala Pro Ala 
35 



96 



114 



<210> 35 

<211> 34 

<212> PRT 

<213> Homo sapiens 

.J <400> 35 

-S Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys Cys 

1 5 10 15 

•fi Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly Thr 

'^f 20 25 30 

^^Val Cys 

<210> 36 
ff2 <211> 42 

<212> PRT 
<213> Homo sapiens 



<400> 36 

Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 

15 10 15 

Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 

20 25 30 

Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 
35 40 

<210> 37 
<211> 42 
<212> PRT 

<213> Homo sapiens 
<400> 37 

Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala 

15 10 15 

Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 

20 25 30 

Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys 
35 40 

<210> 38 
<211> 105 
<212> DNA 



21 



<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . - (105) 

<400> 38 

tec tgc aag gag gac gag tac cca gtg ggc tec gag tgc tgc ccc aag 48 
Ser Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys 
15 10 15 

tgc agt cca ggt tat cgt gtg aag gag gcc tgc ggg gag ctg acg ggc 96 
Cys Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly 
20 25 30 

aca gtg tgt 
Thr Val Cys 
35 



<210> 39 
<211> 126 
<212> DNA 

<213> Homo sapiens 

<220> 
W <221> CDS 

<222> (1) . . . (126) 

Q <400> 39 

fn tgc cct cca ggc acc tac att gcc cac etc aat ggc eta age aag tgt 48 

r|l Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 

IS. 15 10 15 

ctg cag tgc caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg 96 
"^"^ Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 
20 25 30 

aac tgc tec agg aca gag aac gcc gtg tgt 126 
Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 
35 40 



<210> 40 

<211> 126 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) , - - (126) 

<400> 40 

tgc age cca ggc cac ttc tgc ate gtc cag gac ggg gac cac tgc gcc 43 

Cys Ser Pro Gly His Phe Cys lie Val Gin Asp Gly Asp His Cys Ala 

15 10 15 



22 



gcg tgc cgc get tac gcc acc tec age ccg ggc cag agg gtg cag aag 
Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 
20 25 30 



gga ggc acc gag agt cag gac acc ctg tgt 
Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys 
35 40 



<210> 41 
<211> 1834 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (103) . . - (933) 



<400> 41 

gtcgacccac gcgtccgcac agccgcagca atggcgctga gttcctctgc tggagttcat 

cctgctagct gggttcccga gctgccggtc tgagcctgag gc atg gag cct cct 

^■^^ Met Glu Pro Pro 

'^f gga gac tgg ggg cct cct ccc tgg aga tec acc ccc aga acc gac gtc 
11-^ Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro Arg Thr Asp Val 
m 5 10 15 20 

ttg agg ctg gtg ctg tat etc acc ttc ctg gga gcc ccc tgc tac gcc 
% Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala Pro Cys Tyr Ala 

25 30 35 

cca get ctg ccg tec tgc aag gag gac gag tac eca gtg ggc tec gag 
Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu 
O 40 45 50 

tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag gag gcc tgc ggg 
Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly 
55 60 65 

gag ctg acg ggc aca gtg tgt gaa ccc tgc cct cca ggc acc tac att 
Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro Gly Thr Tyr He 
70 75 80 

gcc cac etc aat ggc eta age aag tgt ctg cag tgc caa atg tgt gac 
Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys Gin Met Cys Asp 
85 90 95 100 

cca gcc atg ggc ctg cgc gcg age egg aac tgc tec agg aca gag aac 
Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser Arg Thr Glu Asn 
105 110 115 

gcc gtg tgt ggc tgc age cca ggc cac ttc tgc ate gtc cag gac ggg 
Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys He Val Gin Asp Gly 
120 125 130 

gac cac tgc gcc gcg tgc cgc get tac gcc acc tec age ccg ggc cag 



23 



Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin 
135 140 145 

agg gtg cag aag gga ggc acc gag agt cag gac acc ctg tgt cag aac 
Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys Gin Asn 
150 155 160 

tgc ecc ecg ggg acc ttc tct ecc aat ggg acc etg gag gaa tgt cag 
Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu Glu Glu Cys Gin 
165 170 175 180 

eac cag acc aag tgc age tgg ctg gtg acg aag gee gga get ggg acc 
His Gin Thr Lys Cys Ser Trp Leu Val Thr Lys Ala Gly Ala Gly Thr 
185 190 195 

age age tec eac tgg gta tgg tgg ttt etc tea ggg age etc gtc ate 
Ser Ser Ser His Trp Val Trp Trp Phe Leu Ser Gly Ser Leu Val lie 
200 205 210 

,^gte att gtt tgc tec aca gtt ggc eta ate ata tgt gtg aaa aga aga 
^^=^Val lie Val Cys Ser Thr Val Gly Leu He He Cys Val Lys Arg Arg 
W 215 220 225 



Waag cea agg ggt gat gta gtc aag gtg ate gte tec gtc cag gta ttg 

■CLys Pro Arg Gly Asp Val Val Lys Val He Val Ser Val Gin Val Leu 
m 230 235 240 

i^ate etc etc ecc etc tec etc cce cct cca cct tec eac etc ecc tct 

'■'^ He Leu Leu Pro Leu Ser Leu Pro Pro Pro Pro Ser His Leu Pro Ser 

L 245 250 255 260 

'.■■'^^ 

iS cce cgc tgg ggc tgg tgt ttc tgg tgt aea tgg tgg ggg etc cca gtt 
iU Pro Arg Trp Gly Trp Cys Phe Trp Cys Thr Trp Trp Gly Leu Pro Val 
M 265 270 275 

etc tgagggtcct gagtctttca agtacagcca cggtagctca ggaaagaaec 
Leu 



594 



642 



690 



738 



786 



834 



882 



930 



983 



caeeccctea 
gagcaggeag 
gaggecacag 
gagaeaatae 
cgacgccaga 
ceggagcceg 
gagaggtggg 
gtgagggect 
cgccagttge 
ccttcagacc 
gcactgccte 
aeatcggaag 
aaacagtgta 
aaaaaaaaaa 
agggcggecg 



aactgaaage 
ggtetccacg 
teattgagge 
ccteattcac 
gatacctgga 
gaggcttggg 
gcccetgctg 
ggggectetg 
ccctcgctca 
ccagctgtct 
acagccaagg 
tgattttcta 
tttggggaga 
aaaaaaaaaa 
e 



agtaaaatga 
attcgtgtgc 
cetgeaggee 
ggggaggagc 

gcgacggctg 
ggctecgccc 
gggtagagct 
ttetgctgtg 
cagaccacac 
gcgcgtctga 
ctggaetggg 
aattggattt 
tgetgtggga 
aaaaaaaaaa 



acecgagaae 
teacagcgga 
cctecggacg 
eeaaaccact 
ctgaaagagg 
tgggetggct 
ggggacgeca 
geetgagcte 
acccagecct 
ctcttgtgge 
ttggetgcag 
gaattcggct 
ggatgtaaat 
aaaaaaaaaa 



etggagtcec 
aaagacagga 
tcaccacggt 
gacccacaga 
etgtccacet 
tccgtctcct 
cgtgccatte 
eceagagtec 
cetgggccag 
ctcagcagga 
tgtggtgttt 
cctgttttet 
atcttgttte 
aaaaaaaaaa 



aggggggcct 
ggcagaaggt 
ggcegtggag 
ctctgeaccc 
ggegaaaeca 
ecagtggagg 
ccatgggeca 
tgaggaggag 
cceagaggge 
eaggeceegg 
sgtggataee 
atttgteatg 
tcctcaaaaa 
aaaaaaaaaa 



1043 
1103 
1163 
1223 
1283 
1343 
1403 
1463 
1523 
1583 
1643 
1703 
1763 
1823 
1834 



<210> 42 
<211> 277 



24 



<212> PRT 

<213> Homo sapiens 



<220> 

<221> SIGNAL 
<222> {!)... (38) 



<400> 42 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

-35 -30 -25 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 

-5 15 10 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

15 20 25 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 

30 35 40 

Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
O 45 50 55 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
^ 60 65 70 

i^t Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
•p 75 80 85 90 

!f"; Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
ItJ 95 100 105 

ffl Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
=;|3 110 115 120 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
Q 125 130 135 

fS Glu Glu Cys Gin His Gin Thr Lys Cys Ser Trp Leu Val Thr Lys Ala 
5?^ 140 145 150 

Gly Ala Gly Thr Ser Ser Ser His Trp Val Trp Trp Phe Leu Ser Gly 
5J! 155 150 165 170 

Ser Leu Val lie Val lie Val Cys Ser Thr Val Gly Leu lie He Cys 
H 175 180 185 

Val Lys Arg Arg Lys Pro Arg Gly Asp Val Val Lys Val He Val Ser 
190 195 200 

Val Gin Val Leu He Leu Leu Pro Leu Ser Leu Pro Pro Pro Pro Ser 
205 210 215 

His Leu Pro Ser Pro Arg Trp Gly Trp Cys Phe Trp Cys Thr Trp Trp 
220 225 230 

Gly Leu Pro Val Leu 

235 



<210> 43 

<211> 831 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) - , . (831) 



<400> 43 

atg gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc 
Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 



25 



1 



5 



10 



15 



aga acc gac gtc ttg agg ctg gtg ccg tat etc acc ttc ctg gga gcc 96 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

20 25 30 

ccc tgc tac gcc cca get ctg ccg tec tgc aag gag gac gag tac cca 144 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 

35 40 45 

gtg ggc tec gag tgc tgc ccc aag tgc agt cca ggt tat cgt gtg aag 192 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 

50 55 60 

gag gcc tgc ggg gag ctg acg ggc aca gtg tgt gaa ccc tgc cct cca 240 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 

65 70 75 80 

ggc acc tac att gcc cac etc aat ggc eta age aag tgt ctg eag tgc 288 

Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 

O 85 90 95 

caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg aac tgc tec 336 

lj:y Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 



100 105 110 



agg aca gag aac gcc gtg tgt ggc tgc age cca ggc cac ttc tgc ate 384 

'■'^f;Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 

'0 115 120 125 

gtc eag gac ggg gac cac tgc gcc gcg tgc cgc get tac gcc acc tee 432 

03val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 

llj 130 135 140 

f!'i age ccg ggc eag agg gtg eag aag gga ggc ace gag agt cag gac acc 48 0 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 

^""'^ 145 150 155 150 

ctg tgt cag aac tgc ccc ccg ggg acc ttc tet ccc aat ggg acc ctg 528 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 

165 170 175 

gag gaa tgt cag cac cag acc aag tgc age tgg ctg gtg acg aag gcc 57 6 

Glu Glu Cys Gin His Gin Thr Lys Cys Ser Trp Leu Val Thr Lys Ala 

180 185 190 

gga get ggg acc age age tee cac tgg gta tgg tgg ttt etc tea ggg 624 

Gly Ala Gly Thr Ser Ser Ser His Trp Val Trp Trp Phe Leu Ser Gly 

195 200 205 

age etc gtc ate gtc att gtt tgc tec aca gtt ggc eta ate ata tgt 672 

Ser Leu Val He Val He Val Cys Ser Thr Val Gly Leu He He Cys 

210 215 220 

gtg aaa aga aga aag cca agg ggt gat gta gtc aag gtg ate gtc tec 720 

Val Lys Arg Arg Lys Pro Arg Gly Asp Val Val Lys Val He Val Ser 

225 230 235 240 



26 



gtc cag gta ttg ate etc etc ccc etc tee etc ecc cct eea ect tee 
Val Gin Val Leu lie Leu Leu Pro Leu Ser Leu Pro Pro Pro Pro Ser 
245 250 255 



768 



cac etc ccc tct ccc cgc tgg ggc tgg tgt ttc tgg tgt aca tgg tgg 816 
His Leu Pro Ser Pro Arg Trp Gly Trp Cys Phe Trp Cys Thr Trp Trp 
260 265 270 

ggg etc cca gtt etc 831 
Gly Leu Pro Val Leu 
275 



<210> 44 
<211> 239 
<212> PRT 

<213> Homo sapiens 



<400> 44 





Leu 


Pro 


Ser 


Cys 


Lys 


Glu 


Asp 


Glu 


Tyr 


Pro 


Val 


GIy 


Ser 


Glu 


Cys 


Cys 




1 








5 










10 










15 






Pro 


Lys 


Cys 


Ser 


Pro 


Gly 


Tyr 


Arg 


Val 


Lys 


Glu 


Ala 


Cys 


Gly 


Glu 


Leu 










20 










25 










30 






:;|; 


Thr 


Gly 


Thr 


Val 


Cys 


Glu 


Pro 


Cys 


Pro 


Pro 


Gly 


Thr 


Tyr 


He 


Ala 


His 


I1J 






35 










40 










45 










Leu 


Asn 


Gly 


Leu 


Ser 


Lys 


Cys 


Leu 


Gin 


Cys 


Gin 


Met 


Cys 


Asp 


Pro 


Ala 


r. 




50 










55 










60 












Met 


Gly 


Leu 


Arg 


Ala 


Ser 


Arg 


Asn 


Cys 


Ser 


Arg 


Thr 


Glu 


Asn 


Ala 


Val 




65 










70 










75 










80 




Cys 


Gly 


Cys 


Ser 


Pro 


Gly 


His 


Phe 


Cys 


He 


Val 


Gin 


Asp 


Gly 


Asp 


His 


B 










85 










90 










95 




iU 


Cys 


Ala 


Ala 


Cys 


Arg 


Ala 


Tyr 


Ala 


Thr 


Ser 


Ser 


Pro 


Gly 


Gin 


Arg 


Val 










100 










105 










110 








Gin 


Lys 


Gly 


Gly 


Thr 


Glu 


Ser 


Gin 


Asp 


Thr 


Leu 


Cys 


Gin 


Asn 


Cys 


Pro 








115 










120 










125 










Pro 


Gly 


Thr 


Phe 


Ser 


Pro 


Asn 


Gly 


Thr 


Leu 


Glu 


Glu 


Cys 


Gin 


His 


Gin 






130 










135 










140 












Thr 


Lys 


Cys 


Ser 


Trp 


Leu 


Val 


Thr 


Lys 


Ala 


Gly 


Ala 


Gly 


Thr 


Ser 


Ser 




145 










150 










155 










160 




Ser 


His 


Trp 


Val 


Trp 


Trp 


Phe 


Leu 


Ser 


Gly 


Ser 


Leu 


Val 


He 


Val 


He 












165 










170 










175 






Val 


Cys 


Ser 


Thr 


Val 


Gly 


Leu 


He 


He 


Cys 


Val 


Lys 


Arg 


Arg 


Lys 


Pro 










180 










185 










190 








Arg 


Gly 


Asp 


Val 


Val 


Lys 


Val 


He 


Val 


Ser 


Val 


Gin 


Val 


Leu 


He 


Leu 








195 










200 










205 










Leu 


Pro 


Leu 


Ser 


Leu 


Pro 


Pro 


Pro 


Pro 


Ser 


His 


Leu 


Pro 


Ser 


Pro 


Arg 






210 










215 










220 












Trp 


Gly 


Trp 


Cys 


Phe 


Trp 


Cys 


Thr 


Trp 


Trp 


Gly 


Leu 


Pro 


Val 


Leu 





225 230 235 



<210> 45 
<211> 38 
<212> PRT 

<213> Homo sapiens 
<220> 



27 



<221> SIGNAL 
<222> (1) . . . (38) 



<400> 45 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 

-35 -30 -25 

Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 

-20 -15 -10 

Pro Cys Tyr Ala Pro Ala 
-5 

<210> 46 

<211> 114 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . - (114) 

<400> 46 

-E atg gag cct cct gga gac tgg ggg cct cct ccc tgg aga tec acc ccc 48 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
^i^ 15 10 15 

aga acc gac gtc teg agg ctg gtg ctg tat etc acc ttc ctg gga gcc 96 
|g Arg Thr Asp Val Ser Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
d1 20 25 3 0 



ffi 



% ccc tgc tac gcc cca get 114 
Pro Cys Tyr Ala Pro Ala 
35 



<210> 47 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Cys Lys Glu Asp Glu Tyr Pro Val Gly Ser Glu Cys Cys Pro Lys Cys 

15 10 15 

Ser Pro Gly Tyr Arg Val Lys Glu Ala Cys Gly Glu Leu Thr Gly Thr 
20 25 30 

Val Cys 



<210> 48 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<400> 48 
Cys Pro Pro Gly Thr Tyr He Ala 

1 5 
Leu Gin Cys Gin Met Cys Asp Pro 
20 



His Leu Asn Gly Leu Ser Lys Cys 

10 15 
Ala Met Gly Leu Arg Ala Ser Arg 
25 30 



28 



Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 
35 40 



w 



Hi 





<210> 


49 


















<211> 


42 


















<212> 


PRT 


















<ZJlS> 


HoiTLO sapiens 


















<400> 


49 
















Cys 


Ser Pro 


Gly His Phe Cys 


lie 


Val 


Gin Asp 


Gly 


Asp 


His 


Cys 


1 




5 






10 








15 


Ala 


Cys Arg 


Ala lyr Aia inr 


oer 




Fro <jxy 


kjin 


Arg 


V a 1 


n -n 

olll 






20 




25 








30 




Gly 


Gly Thr 


Glu Ser Gin Asp 


Thr 


Leu 


Cys 












35 




40 
















<210> 


50 


















<211> 


22 


















<212> 


PRT 


















<213> 


Homo sapiens 


















<400> 


50 
















Cys 


Pro Pro 


Gly Thr Pne Ser 


Pro 


Asn 


Gly Thr 


Leu 


Glu 


Glu 


Cys 


1 




5 






10 








15 


His 


Gin Thr 


Lys Cys Ser 




















20 


















<210> 


51 


















<211> 


25 


















<212> 


PRT 


















<213> 


Homo sapiens 


















<400> 


51 
















Trp 


Val Trp 


Trp Phe Leu Ser Gly 


Ser 


Leu val 


lie 


val 


lie 


vai 


1 




5 






10 








15 


Ser 


Thr Val 


Gly Leu lie lie 


Cys 


Val 
















20 




25 














<210> 


52 


















<211> 


105 


















<212> 


DNA 


















<213> 


Homo sapiens 


















<220> 




















<221> 


CDS 


















<222> 


(1) - - . {105} 


















<400> 


52 
















tec 


tgc aag 


gag gac gag tac 


cca 


gtg 


ggc tec 


gag 


tgc 


tgc 


ccc 


Ser 


Cys Lys 


Glu Asp Glu Tyr 


Pro 


Val 


Gly Ser 


Glu 


Cys 


Cys 


Pro 


1 




5 






10 








15 


tgc 


agt cca 


ggt tat cgt gtg 


aag 


gag 


gcc tgc 


ggg 


gag 


ctg 


acg 


Cys 


Ser Pro 


Gly Tyr Arg Val 


Lys 


Glu 


Ala Cys 


Gly 


Glu 


Leu 


Thr 



48 



__c 96 
Thr Gly 

20 25 30 

aca gtg tgt 105 



29 



Thr Val Cys 
35 



<210> 53 

<211> 125 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1} . . . (126) 

<400> 53 

tgc cct cca ggc acc tac att gcc cac etc aat ggc eta age aag tgt 48 
Cys Pro Pro Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys 
15 10 15 

etg cag tgc caa atg tgt gac cca gcc atg ggc ctg cgc gcg age egg 96 
Leu Gin Cys Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg 
y 20 25 30 

aac tgc tec agg aca gag aac gcc gtg tgt 12 6 

W Asn Cys Ser Arg Thr Glu Asn Ala Val Cys 

::C 35 40 



<210> 54 
<211> 126 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (126) 

<400> 54 

tgc age cca ggc cac ttc tgc ate gtc cag gac ggg gac cac tgc gcc 48 

Cys Ser Pro Gly His Phe Cys He Val Gin Asp Gly Asp His Cys Ala 
15 10 15 

gcg tgc cgc get tac gcc acc tec age ceg ggc cag agg gtg cag aag 96 
Ala Cys Arg Ala Tyr Ala Thr Ser Ser Pro Gly Gin Arg Val Gin Lys 
20 25 30 

99^ ggc acc gag agt cag gac acc ctg tgt 126 
Gly Gly Thr Glu Ser Gin Asp Thr Leu Cys 
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